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Supplemental Figure S1. Sequence alignment of NnAOX1a, NnAOX1b and AOXI1 proteins from
other dicot species. Bold characters highlight residues conserved across all of the AOX sequences in
the alignment. The putative structural features are shown as described in the legend of Fig. 3.
Abbreviations and data sources: AtAOXla, Arabidopsis thaliana AOX1la (NP_188876); LeAOXla,
Lycopersicon esculentum AOX1a (AAK58482); LeAOX1b, L. esculentum AOX1b (AAKS58483);
NtAOX1, Nicotiana tabacum AOX1 (AAC60576); VuAOX1, Vigna unguiculata AOX1 (AAZ09196).



