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The small heat shock proteins αB-crystallin and Hsp27 suppress SOD1
aggregation in vitro

Abstract
Amyotrophic lateral sclerosis is a devastating neurodegenerative disease. The mechanism that underlies
amyotrophic lateral sclerosis (ALS) pathology remains unclear, but protein inclusions are associated with all
forms of the disease. Apart from pathogenic proteins, such as TDP-43 and SOD1, other proteins are
associated with ALS inclusions including small heat shock proteins. However, whether small heat shock
proteins have a direct effect on SOD1 aggregation remains unknown. In this study, we have examined the
ability of small heat shock proteins αB-crystallin and Hsp27 to inhibit the aggregation of SOD1 in vitro. We
show that these chaperone proteins suppress the increase in thioflavin T fluorescence associated with SOD1
aggregation, primarily through inhibiting aggregate growth, not the lag phase in which nuclei are formed. αB-
crystallin forms high molecular mass complexes with SOD1 and binds directly to SOD1 aggregates. Our data
are consistent with an overload of proteostasis systems being associated with pathology in ALS.
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Abstract (150 words) 

 

 

Amyotrophic lateral sclerosis is a devastating neurodegenerative disease. The mechanism that 

underlies ALS pathology remains unclear, but protein inclusions are associated with all forms 

of the disease. Apart from pathogenic proteins, such as TDP-43 and SOD1, other proteins are 

associated with ALS inclusions including small heat shock proteins. However, whether small 

heat shock proteins have a direct effect on SOD1 aggregation remains unknown. In this study 

we have examined the ability of small heat shock proteins B-crystallin and Hsp27 to inhibit 

the aggregation of SOD1 in vitro. We show that these chaperone proteins suppress the  

increase in thioflavin T fluorescence associated with SOD1 aggregation primarily through 

inhibiting aggregate growth, not the lag phase in which nuclei are formed. B-crystallin 

forms high molecular mass complexes with SOD1 and binds directly to SOD1 aggregates. 

Our data are consistent with an overload of proteostasis systems being associated with 

pathology in ALS.  
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Introduction 

 

Amyotrophic lateral sclerosis (ALS) is a devastating neurodegenerative disease that is 

characterised by the progressive and selective death of upper and lower motor neurons, 

leading to loss of muscle control, muscle atrophy and invariably death, generally within 3-5 

years of diagnosis. Neurodegeneration in ALS has been attributed to a variety of processes 

including glutamate excitotoxicity, oxidative stress, disruption of neurofilaments and axonal 

transport, protein aggregation, mitochondrial dysfunction, endoplasmic reticulum stress, and 

(most recently) dysfunctional RNA metabolism (Pasinelli & Brown 2006).  Although the 

cause of sporadic forms of ALS remains a mystery, there is a rapidly growing list of genes in  

which mutations cause familial ALS (fALS; accounting for 5-10% of all ALS cases). These 

include SOD1 (Rosen et al. 1993), alsin (Yang et al. 2001), senataxin (Chen et al. 2004), 

FUS/TLS (Kwiatkowski et al. 2009; Vance et al. 2009), VAPB (Nishimura et al. 2004), TDP-

43 (Kabashi et al. 2008; Sreedharan et al. 2008), optineurin (Maruyama et al. 2010), VCP 

(Johnson et al. 2010) and c9orf72 (DeJesus-Hernandez et al. 2011). In common with other 

neurodegenerative diseases, such as Alzheimer’s disease, Creutzfeldt-Jakob disease, 

Parkinson’s disease, and Huntington’s disease, there is growing evidence that protein 

aggregates are closely associated with degeneration in all forms of ALS (Leigh et al. 1991; 

Ticozzi et al. 2010). Indeed, there are some that consider ALS a proteinopathy (Strong et al. 

2005).   

 

The best-studied fALS cases are from families possessing mutations in the gene encoding 

copper/zinc superoxide dismutase (Cu/Zn SOD, SOD1). There are over 140 different 

mutations dispersed over the whole sequence of the SOD1 gene that can cause ALS. What 

these mutations have in common is the ability to destabilise the structure of the protein, 

shortening its half-life (Borchelt et al. 1994) and increasing its propensity to aggregate into 

oligomeric forms (Banci et al. 2007) and form insoluble material in cells (Prudencio et al. 

2009). Predictions using the Chiti-Dobson equation (that predicts aggregation propensity) 

have suggested that protein instability and aggregation propensity is a risk factor for SOD1 

associated fALS (Wang et al. 2008b).  It is thought that the mutant versions of SOD1 never  

realise their proper native structure, and therefore can cause cellular malfunction if they are 

not rapidly removed (Hart 2006). In vitro SOD1 follows a two phase kinetic model of 

aggregation that is common to most amyloid forming proteins, which includes a (rate-

limiting) lag phase in which oligomeric nuclei are formed, followed by a rapid growth phase 
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and subsequent plateau phase in which aggregate growth has reached an equilibrium 

(Chattopadhyay et al. 2008).  

 

Although mutant SOD1 is aggregation prone, it is maintained in a soluble form in young mice 

(Wang et al. 2009). This is presumably due to the efficient network of processes in place in 

cells to maintain protein homeostasis (proteostasis). It is thought that with aging these 

proteostasis systems can become overloaded or defective, resulting in persistent deposits of 

aggregated protein associated with disease pathology (Ben-Zvi et al. 2009). Aggregates of 

SOD1 are found in motor neurones and astrocytes in fALS patients and mutant SOD1 

expressing mice (Bruijn et al. 1998). The accumulation of this misfolded protein signifies a  

breakdown in the quality control system that prevents protein aggregation or an inability of 

these systems to cope with the increased load brought about by mutant SOD1 expression in 

ALS (Wang et al 2009). There are many other proteins associated with SOD1 deposits in vivo 

including molecular chaperones HSP70 and B-crystallin, and structural proteins such as 

vimentin, neurofilament heavy chain and tubulin (Bergemalm et al. 2010). The reason why 

these proteins are present in these deposits is unknown, however, it has been proposed that, at 

least in the case of chaperones, it may signify their failed attempt to keep the aggregating 

protein soluble in solution (Muchowski & Wacker 2005). 

 

The small heat shock proteins (sHsps) B-crystallin and Hsp27 are of particular interest  

because they co-localise with astrocytic inclusions in humans (Kato et al. 1997), and both 

Hsp25 (the mouse ortholog of human Hsp27) and B-crystallin increase in abundance in the 

spinal cord as ALS progresses in mouse models (Vleminckx et al. 2002; Wang et al. 2008a; 

Wang et al. 2005).  B-crystallin and Hsp25 have also been identified as components of 

inclusions from mutant SOD1 (G127X, G93A, D90A and G37R) mice using proteomics 

techniques on isolated inclusions (Bergemalm et al 2010) and detergent insoluble fractions 

(Basso et al. 2009). Moreover, SOD1 can be immunoprecipitated using B-crystallin 

antibodies in cell models of SOD1 associated ALS (Shinder et al. 2001). In HEK293 cells over-

expression of B-crystallin has been shown to suppress mutant SOD1 aggregation (Karch & 

Borchelt 2010), and B-crystallin has been shown to inhibit the movement of SOD1 into the  

insoluble fraction of tissue homogenates from mutant SOD1 mice when incubated at 37
o
C 

(Wang et al 2005). Hsp27 has been shown to protect cultured neurons from SOD1 

proteotoxicity (Patel et al. 2005) but this conflicts with work in cell culture models that reports 
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that Hsp27 over-expression does not protect Neuro2a cells from SOD1-associated toxicity 

(Krishnan et al. 2006). In animal models, knock-down of B-crystallin does not affect the 

amount of insoluble SOD1 nor does it significantly alter lifespan of transgenic mice (Karch & 

Borchelt 2010). Similarly, while over-expression of Hsp27 slows the early phase of disease it 

does not alter lifespan of SOD1 mice (Sharp et al. 2008). This may be, at least in part, due to 

the fact that robust expression of B-crystallin and Hsp25 is largely restricted to glial cells. 

However, there have been no studies that have investigated whether B-crystallin or Hsp27 

directly interact and suppress the aggregation of SOD1 outside of the complex cellular milieu. 

The aim of this work was therefore to examine the ability and mechanism by which the sHsps 

B-crystallin and Hsp27 suppress SOD1 aggregation in vitro.   

 

 

Results and Discussion 

 

Previous work has demonstrated that SOD1 is aggregation prone in its apo and disulphide 

reduced state (Chattopadhyay et al 2008; Furukawa et al. 2008). Moreover, a large proportion 

of human mutant SOD1 is found to exist in a demetallated and reduced form in transgenic 

mouse models (Jonsson et al. 2006). In the current study we have used DTT and EDTA to 

reduce the disulphide bonds and remove bound metal ions to promote aggregation of SOD1. 

We observed that, under the conditions used in this study, there was no increase in ThT  

fluorescence associated with WT SOD1 until high concentrations of DTT (50 mM) were used 

(Figure 1A). In the presence of 50 mM DTT, WT SOD1 aggregation was defined by a lag 

phase of ~5 h and maximum ThT fluorescence was reached after ~10 h of incubation. 

Similarly, G93A SOD1 aggregation was dependent on the presence of DTT, however, lower 

concentrations (10 mM) were required to initiate aggregation (Figure 1B). This is consistent 

with work that shows that native state of G93A SOD1 is more destabilised than WT SOD1 

(Svensson et al. 2010). However, when high concentrations of DTT were used (50 mM), the 

rate of aggregation of G93A SOD1 was very similar to WT SOD1 under the same conditions. 

This indicates that while the SOD1 mutations destabilise the native conformation, when WT 

SOD1 is destabilised by extreme conditions it will aggregate at a similar rate.  These data are  

consistent with computational (Wang et al 2008b) and cell culture models (Prudencio et al 

2009), that indicate a correlation between aggregation propensity of SOD1 and disease 

severity.. 
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Previous studies have reported that although over-expression of B-crystallin can reduce 

insoluble aggregate formation in cell models of SOD1 aggregation, knock-down of B-

crystallin in a G93A SOD1 mouse model of ALS does not affect the total amount of insoluble 

protein measured (Karch & Borchelt 2010). As a result, it was not clear if the suppression of 

aggregation in cell models was due to a direct role in halting aggregation or whether boosting 

the capacity of the cell’s proteostasis machinery was enough to quell aggregation. In order to 

test whether sHsps could indeed directly suppress SOD1 aggregation we used our in vitro 

aggregation assay and recombinant forms of B-crystallin and Hsp27. Co-incubation of 

G93A SOD1 with B-crystallin resulted in a significant decrease in ThT fluorescence 

associated with SOD1 aggregation (Figure 2A) but it did not alter the lag phase (which  

remained at ~ 5 h in the presence or absence of B-crystallin). These results are consistent 

with B-crystallin having a direct role in suppressing SOD1 aggregation in cell models over-

expressing B-crystallin. The lack of an obvious change in phenotype upon knockout of B-

crystallin in the G93A SOD1 mouse model of ALS may be attributable to the overlap in 

chaperone function of the small heat shock proteins, i.e. other members of the sHsp family 

may have compensated for the loss of B-crystallin in these mice.  Alternatively, B-

crystallin may not be expressed at sufficient levels in neurons where SOD1 aggregation 

occurs in these mice. In support of this, it is well documented that B-crystallin expression in 

motor neurones is low in comparison to surrounding glia (Vleminckx et al 2002) and the 

initial stages of SOD1 aggregation occurs in motor neurones in mice (Stieber et al. 2000).   

 

We next tested whether the Hsp27 is also able to inhibit G93A SOD1 aggregation in vitro. As 

seen for B-crystallin, co-incubation of G93A SOD1 with Hsp27 resulted in a decrease in 

ThT fluorescence associated with SOD1 aggregation (Figure 2B). Again, the presence of 

Hsp27 did not significantly alter the lag phase. However, at a molar ratio of 1:0.01 

(SOD1:chaperone) Hsp27 was significantly less effective at inhibiting G93A SOD1 

aggregation when compared to B-crystallin (B-crystallin 78 ± 5% compared to Hsp27 54 ± 

6%, p<0.05). This data indicates that the ability of Hsp27 to suppress SOD1 proteotoxicity in 

cultured neurons (Patel et al 2005) is likely to be attributable to the chaperone activity of 

Hsp27. This is consistent with increased survival of motor neurons in early stage disease in  

Hsp27 over-expressing SOD1 mice (Sharp et al 2008).  The lack of an effect on longevity in 

this model is most likely attributable to an overwhelming of the chaperone: as disease 

progressed Hsp27 levels in motor neurons decreased (Sharp et al 2008).  
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Previous cell culture experiments have detected the formation of stable complexes between 

G93A SOD1 aggregates and αB-crystallin, however, it was unclear whether this interaction 

was a direct one or mediated through another (unidentified) factor (Shinder et al 2001). The 

binding of sHsps to SOD1 aggregates may account, at least in part, for the depleted levels of 

Hsp25 reported in the cytosolic fractions of motor neurons in G93A SOD1 mice (Maatkamp 

et al. 2004). Stable complexes between SOD1 and sHsps may also explain the presence of 

Hsp25 and αB-crystallin in the insoluble fractions of spinal cord extracts from transgenic 

mice with ALS symptoms (Wang et al 2008a; Wang et al 2005). Therefore, to test if B-

crystallin is capable of binding directly to SOD1 and forming a stable complex with it, we  

incubated WT SOD1 with 50 mM DTT in the absence or presence of B-crystallin. 

Aggregation of WT SOD1 when incubated alone was more rapid in this assay than seen 

previously (compare the green line in Figure 1A with the blue line in Figure 3A) due to the 

increased rate of shaking used for this assay, i.e. 300 revolutions per minute (rpm) versus 120 

rpm. The rate of agitation is known to play a significant role in the kinetics of aggregation due 

to it promoting nuclei formation and therefore secondary nucleation (Knowles et al 2009; Xue 

et al 2008). Addition of B-crystallin resulted in a concentration-dependent decrease in ThT 

fluorescence associated with WT SOD1 aggregation, such that, a molar ratio of 1:1 

(SOD1:B-crystallin), there was nearly complete inhibition (Figure 3A). Size exclusion 

chromatography and SDS-PAGE of the fractions eluting from the column demonstrated that,  

prior to incubation, SOD1 elutes as a single peak at an elution volume of 15.8 mL, consistent 

with its dimeric form in the native state (Figure 3B). B-crystallin primarily elutes as a broad 

peak centred at an elution volume of 11.1 mL due to its polydisperse oligomeric state (Haley 

et al 1998). The sample containing both WT SOD1 and B-crystallin (at a 1:1 molar ratio) 

eluted primarily as a very broad peak centred at an elution volume of 10.8 mL. This peak 

contains both SOD1 and B-crystallin. Moreover, there was a decrease in intensity of the 

dimeric SOD1 peak (i.e. at an elution volume of 15.8 mL). These data are consistent with the 

formation of a high molecular mass complex between SOD1 and B-crystallin. The 

formation of a high molecular mass complex between B-crystallin and aggregating proteins 

reflects the well-described ‘holdase’ type chaperone mechanism of sHsps and is thought to  

enable a maintenance of aggregating protein in solution (Ecroyd & Carver 2009).  
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Taken together, our observations are consistent with the sHsps inhibiting SOD1 aggregation 

through an effect upon the growth phase of the aggregation kinetics rather than upon the lag 

phase. That is, while both B-crystallin and Hsp27 significantly reduced the extent of SOD1 

aggregation, the lag phase of the reaction was not significantly changed in the presence or 

absence of the chaperones (see Figure 2 and Figure 3A). If a two-phase kinetic model is used 

to model the aggregation process of SOD1, these data imply that both Hsp27 and αB-

crystallin inhibit SOD1 aggregation by acting primarily upon fibril elongation rather than the 

formation of fibril nuclei. Thus, our data suggests that sHsps bind to larger oligomeric species 

formed during SOD1 aggregation rather than partially folded monomers and pre-nuclei 

oligomers. Such a mechanism is consistent with recent work in which αB-crystallin has been  

reported to be capable of binding to preformed fibrils and, in doing so, suppress further fibril 

formation (Shammas et al. 2011; Waudby et al. 2010). Moreover, in both humans and mouse 

models of ALS, B-crystallin is primarily associated with the insoluble inclusions (Basso et 

al 2009; Bergemalm et al 2010; Kato et al 1997). Thus, we directly tested whether B-

crystallin is capable of binding to mature SOD1 aggregates using a dot blot assay (Figure 3C). 

After centrifugation and washing, a proportion of aggregated SOD1 could be detected in the 

pellet (P). In contrast, when aggregated WT SOD1 and B-crystallin were incubated together 

B-crystallin was also detected in the pellet (P) fraction, consistent with it binding to 

aggregated SOD1. There was no apparent difference in the amount of SOD1 in the pellet 

fraction when B-crystallin was incubated with this aggregated sample. The ability of B- 

crystallin to bind to aggregated forms of SOD1 may, at least in part, explain the presence of 

B-crystallin in SOD1 positive inclusions in ALS patients and its association with inclusions 

in mouse models.  

  

In summary the in vitro model of SOD1 aggregation used in this study has provided evidence 

that the sHsps B-crystallin and Hsp27 can directly interact with and inhibit SOD1 

aggregation. These findings, along with those that show that upregulation of sHsps (and other 

chaperones, such as Hsp70) protect against SOD1 proteotoxicity (Gifondorwa et al. 2007; 

Kalmar et al. 2012; Sharp et al 2008) raises the question as to why inclusion formation still 

occurs in vivo. A possible explanation is that systems that normally act to maintain  

proteostasis are overloaded by the increased burden brought about by SOD1 aggregation, or 

the decrease in the soluble pool of chaperone proteins that occurs because of this, or both. It is 

important to note that the aggregation assays in this study were exclusively conducted under 
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reducing conditions. While disulfide bond reduction is thought to be an important step in the 

monomerisation and subsequent aggregation of SOD1 (Chattopadhyay et al 2008; Karch et al. 

2009), several theories of SOD1 toxicity focus upon oxidative stress as an important factor in 

ALS pathogenesis (Pasinelli & Brown 2006). Moreover, previous studies with G93A SOD1 

mice have identified heterogeneous SOD1 aggregates which varied in form with disease 

progression (Sasaki et al. 2005). Given that different reaction conditions (in vitro) have been 

reported to produce differing species of SOD1 aggregates (Chattopadhyay et al 2008; Rakhit 

et al. 2002; Stathopulos et al. 2003) it is possible that the cellular conditions and aggregation 

pathway also vary with disease progression. This may, at least in part, explain the 

contradictory reports of protection from sHsps in the literature.  

 

While the rapid and predictable progression of SOD-related ALS confirms the ability of toxic 

G93A SOD1 species to evade in vivo proteostatic systems, the mechanism by which G93A 

SOD1 evades these systems remains unknown. This study was able to confirm the ability of 

Hsp27 and αB-crystallin to inhibit G93A SOD1 aggregation in vitro. Since previous studies 

have suggested that overexpression of chaperones is insufficient to attenuate the progression 

ALS in mouse models (Krishnan et al. 2008) further investigation to clarify the mechanism by 

which mutant SOD1 escapes the proteostatic machinery might provide clues to a possible 

treatment for ALS. 

  

 

Acknowledgements 

 

This work was supported by the Illawarra Retirement Trust (IRT) Research Foundation and 

the Illawarra Health & Medical Research Institute. JJY was supported by the Motor Neurone 

Disease Research Institute of Australia in the form of a Bill Gole MND Postdoctoral 

Fellowship and is currently supported by the Australian Research Council in the form of a 

DECRA DE120102840) and HE is supported by the Australian Research Council in the form 

of a Future Fellowship (FT110100586). 

  

 

 

 

 



 10 

 

 

 

 

References 

 

Banci L, Bertini I, Durazo A, Girotto S, Gralla EB, Martinelli M, Valentine JS, Vieru M, 

Whitelegge JP (2007) Metal-free superoxide dismutase forms soluble oligomers under 

physiological conditions: a possible general mechanism for familial ALS. Proc Natl Acad Sci 

U S A 104: 11263-11267  

 

Basso M, Samengo G, Nardo G, Massignan T, D'Alessandro G, Tartari S, Cantoni L, Marino 

M, Cheroni C, De Biasi S, Giordana MT, Strong MJ, Estevez AG, Salmona M, Bendotti C, 

Bonetto V (2009) Characterization of detergent-insoluble proteins in ALS indicates a causal 

link between nitrative stress and aggregation in pathogenesis. PLoS One 4: e8130 

 

Ben-Zvi A, Miller EA, Morimoto RI (2009) Collapse of proteostasis represents an early 

molecular event in Caenorhabditis elegans aging. Proc Natl Acad Sci U S A 106: 14914-

14919 

  

Bergemalm D, Forsberg K, Srivastava V, Graffmo KS, Andersen PM, Brannstrom T, Wingsle 

G, Marklund SL (2010) Superoxide dismutase-1 and other proteins in inclusions from 

transgenic amyotrophic lateral sclerosis model mice. J Neurochem 114: 408-418 

 

Borchelt DR, Lee MK, Slunt HS, Guarnieri M, Xu ZS, Wong PC, Brown RH, Jr., Price DL, 

Sisodia SS, Cleveland DW (1994) Superoxide dismutase 1 with mutations linked to familial 

amyotrophic lateral sclerosis possesses significant activity. Proc Natl Acad Sci U S A 91: 

8292-8296 

 

Bruijn LI, Houseweart MK, Kato S, Anderson KL, Anderson SD, Ohama E, Reaume AG,  

Scott RW, Cleveland DW (1998) Aggregation and motor neuron toxicity of an ALS-linked 

SOD1 mutant independent from wild-type SOD1. Science 281: 1851-1854 

 

Chattopadhyay M, Durazo A, Sohn SH, Strong CD, Gralla EB, Whitelegge JP, Valentine JS 

(2008) Initiation and elongation in fibrillation of ALS-linked superoxide dismutase. Proc Natl 

Acad Sci U S A 105: 18663-18668 

 

Chen YZ, Bennett CL, Huynh HM, Blair IP, Puls I, Irobi J, Dierick I, Abel A, Kennerson 

ML, Rabin BA, Nicholson GA, Auer-Grumbach M, Wagner K, De Jonghe P, Griffin JW, 

Fischbeck KH, Timmerman V, Cornblath DR, Chance PF (2004) DNA/RNA helicase gene  

mutations in a form of juvenile amyotrophic lateral sclerosis (ALS4). Am J Hum Genet 74: 

1128-1135 

 

DeJesus-Hernandez M, Mackenzie IR, Boeve BF, Boxer AL, Baker M, Rutherford NJ, 

Nicholson AM, Finch NA, Flynn H, Adamson J, Kouri N, Wojtas A, Sengdy P, Hsiung GY, 

Karydas A, Seeley WW, Josephs KA, Coppola G, Geschwind DH, Wszolek ZK, Feldman H, 

Knopman DS, Petersen RC, Miller BL, Dickson DW, Boylan KB, Graff-Radford NR, 



 11 

Rademakers R (2011) Expanded GGGGCC hexanucleotide repeat in noncoding region of 

C9ORF72 causes chromosome 9p-linked FTD and ALS. Neuron 72: 245-256 

 

Ecroyd H, Carver JA (2009) Crystallin proteins and amyloid fibrils. Cell Mol Life Sci 66: 62-

81 

 

Furukawa Y, Kaneko K, Yamanaka K, O'Halloran TV, Nukina N (2008) Complete loss of 

post-translational modifications triggers fibrillar aggregation of SOD1 in the familial form of 

amyotrophic lateral sclerosis. J Biol Chem 283: 24167-24176 

  

Gifondorwa DJ, Robinson MB, Hayes CD, Taylor AR, Prevette DM, Oppenheim RW, Caress 

J, Milligan CE (2007) Exogenous delivery of heat shock protein 70 increases lifespan in a 

mouse model of amyotrophic lateral sclerosis. J Neurosci 27: 13173-13180 

 

Haley DA, Horwitz J, Stewart PL (1998) The small heat-shock protein, alphaB-crystallin, has 

a variable quaternary structure. J Mol Biol 277: 27-35 

 

Hart PJ (2006) Pathogenic superoxide dismutase structure, folding, aggregation and turnover. 

Curr Opin Chem Biol 10: 131-138 

  

Johnson JO, Mandrioli J, Benatar M, Abramzon Y, Van Deerlin VM, Trojanowski JQ, Gibbs 

JR, Brunetti M, Gronka S, Wuu J, Ding J, McCluskey L, Martinez-Lage M, Falcone D, 

Hernandez DG, Arepalli S, Chong S, Schymick JC, Rothstein J, Landi F, Wang YD, Calvo A, 

Mora G, Sabatelli M, Monsurro MR, Battistini S, Salvi F, Spataro R, Sola P, Borghero G, 

Galassi G, Scholz SW, Taylor JP, Restagno G, Chio A, Traynor BJ (2010) Exome sequencing 

reveals VCP mutations as a cause of familial ALS. Neuron 68: 857-864 

 

Jonsson PA, Graffmo KS, Andersen PM, Brannstrom T, Lindberg M, Oliveberg M, Marklund 

SL (2006) Disulphide-reduced superoxide dismutase-1 in CNS of transgenic amyotrophic 

lateral sclerosis models. Brain 129: 451-464  

 

Kabashi E, Valdmanis PN, Dion P, Spiegelman D, McConkey BJ, Vande Velde C, Bouchard 

JP, Lacomblez L, Pochigaeva K, Salachas F, Pradat PF, Camu W, Meininger V, Dupre N, 

Rouleau GA (2008) TARDBP mutations in individuals with sporadic and familial 

amyotrophic lateral sclerosis. Nat Genet 40: 572-574 

 

Kalmar B, Edet-Amana E, Greensmith L (2012) Treatment with a coinducer of the heat shock 

response delays muscle denervation in the SOD1-G93A mouse model of amyotrophic lateral 

sclerosis. Amyotroph Lateral Scler 13: 378-392 

  

Karch CM, Borchelt DR (2010) An examination of alpha B-crystallin as a modifier of SOD1 

aggregate pathology and toxicity in models of familial amyotrophic lateral sclerosis. J 

Neurochem 113: 1092-1100 

 

Karch CM, Prudencio M, Winkler DD, Hart PJ, Borchelt DR (2009) Role of mutant SOD1 

disulfide oxidation and aggregation in the pathogenesis of familial ALS. Proc Natl Acad Sci 

U S A 106: 7774-7779 

 



 12 

Kato S, Hayashi H, Nakashima K, Nanba E, Kato M, Hirano A, Nakano I, Asayama K, 

Ohama E (1997) Pathological characterization of astrocytic hyaline inclusions in familial 

amyotrophic lateral sclerosis. Am J Pathol 151: 611-620 

 

Knowles TP, Waudby CA, Devlin GL, Cohen SI, Aguzzi A, Vendruscolo M, Terentjev EM, 

Welland ME, Dobson CM (2009) An analytical solution to the kinetics of breakable filament 

assembly. Science 326: 1533-1537 

 

Krishnan J, Lemmens R, Robberecht W, Van Den Bosch L (2006) Role of heat shock 

response and Hsp27 in mutant SOD1-dependent cell death. Exp Neurol 200: 301-310  

 

Krishnan J, Vannuvel K, Andries M, Waelkens E, Robberecht W, Van Den Bosch L (2008) 

Over-expression of Hsp27 does not influence disease in the mutant SOD1(G93A) mouse 

model of amyotrophic lateral sclerosis. J Neurochem 106: 2170-2183 

 

Kwiatkowski TJ, Jr., Bosco DA, Leclerc AL, Tamrazian E, Vanderburg CR, Russ C, Davis A, 

Gilchrist J, Kasarskis EJ, Munsat T, Valdmanis P, Rouleau GA, Hosler BA, Cortelli P, de 

Jong PJ, Yoshinaga Y, Haines JL, Pericak-Vance MA, Yan J, Ticozzi N, Siddique T, 

McKenna-Yasek D, Sapp PC, Horvitz HR, Landers JE, Brown RH, Jr. (2009) Mutations in 

the FUS/TLS gene on chromosome 16 cause familial amyotrophic lateral sclerosis. Science  

323: 1205-1208 

 

Leigh PN, Whitwell H, Garofalo O, Buller J, Swash M, Martin JE, Gallo JM, Weller RO, 

Anderton BH (1991) Ubiquitin-immunoreactive intraneuronal inclusions in amyotrophic 

lateral sclerosis. Morphology, distribution, and specificity. Brain 114 ( Pt 2): 775-788 

 

Maatkamp A, Vlug A, Haasdijk E, Troost D, French PJ, Jaarsma D (2004) Decrease of Hsp25 

protein expression precedes degeneration of motoneurons in ALS-SOD1 mice. Eur J Neurosci 

20: 14-28 

  

Maruyama H, Morino H, Ito H, Izumi Y, Kato H, Watanabe Y, Kinoshita Y, Kamada M, 

Nodera H, Suzuki H, Komure O, Matsuura S, Kobatake K, Morimoto N, Abe K, Suzuki N, 

Aoki M, Kawata A, Hirai T, Kato T, Ogasawara K, Hirano A, Takumi T, Kusaka H, 

Hagiwara K, Kaji R, Kawakami H (2010) Mutations of optineurin in amyotrophic lateral 

sclerosis. Nature 465: 223-226 

 

Muchowski PJ, Wacker JL (2005) Modulation of neurodegeneration by molecular 

chaperones. Nat Rev Neurosci 6: 11-22 

 

Nishimura AL, Mitne-Neto M, Silva HC, Richieri-Costa A, Middleton S, Cascio D, Kok F,  

Oliveira JR, Gillingwater T, Webb J, Skehel P, Zatz M (2004) A mutation in the vesicle-

trafficking protein VAPB causes late-onset spinal muscular atrophy and amyotrophic lateral 

sclerosis. Am J Hum Genet 75: 822-831 

 

Pasinelli P, Brown RH (2006) Molecular biology of amyotrophic lateral sclerosis: insights 

from genetics. Nat Rev Neurosci 7: 710-723 

 

Patel YJ, Payne Smith MD, de Belleroche J, Latchman DS (2005) Hsp27 and Hsp70 

administered in combination have a potent protective effect against FALS-associated SOD1-



 13 

mutant-induced cell death in mammalian neuronal cells. Brain Res Mol Brain Res 134: 256-

274 

 

Prudencio M, Hart PJ, Borchelt DR, Andersen PM (2009) Variation in aggregation 

propensities among ALS-associated variants of SOD1: correlation to human disease. Hum 

Mol Genet 18: 3217-3226 

 

Rakhit R, Cunningham P, Furtos-Matei A, Dahan S, Qi XF, Crow JP, Cashman NR, 

Kondejewski LH, Chakrabartty A (2002) Oxidation-induced misfolding and aggregation of 

superoxide dismutase and its implications for amyotrophic lateral sclerosis. J Biol Chem 277:  

47551-47556 

 

Rosen DR, Siddique T, Patterson D, Figlewicz DA, Sapp P, Hentati A, Donaldson D, Goto J, 

O'Regan JP, Deng HX, et al. (1993) Mutations in Cu/Zn superoxide dismutase gene are 

associated with familial amyotrophic lateral sclerosis. Nature 362: 59-62 

 

Sasaki S, Warita H, Murakami T, Shibata N, Komori T, Abe K, Kobayashi M, Iwata M 

(2005) Ultrastructural study of aggregates in the spinal cord of transgenic mice with a G93A 

mutant SOD1 gene. Acta Neuropathol 109: 247-255 

  

Shammas SL, Waudby CA, Wang S, Buell AK, Knowles TP, Ecroyd H, Welland ME, Carver 

JA, Dobson CM, Meehan S (2011) Binding of the molecular chaperone alphaB-crystallin to 

Abeta amyloid fibrils inhibits fibril elongation. Biophys J 101: 1681-1689 

 

Sharp PS, Akbar MT, Bouri S, Senda A, Joshi K, Chen HJ, Latchman DS, Wells DJ, de 

Belleroche J (2008) Protective effects of heat shock protein 27 in a model of ALS occur in the 

early stages of disease progression. Neurobiol Dis 30: 42-55 

 

Shinder GA, Lacourse MC, Minotti S, Durham HD (2001) Mutant Cu/Zn-superoxide 

dismutase proteins have altered solubility and interact with heat shock/stress proteins in  

models of amyotrophic lateral sclerosis. J Biol Chem 276: 12791-12796 

 

Sreedharan J, Blair IP, Tripathi VB, Hu X, Vance C, Rogelj B, Ackerley S, Durnall JC, 

Williams KL, Buratti E, Baralle F, de Belleroche J, Mitchell JD, Leigh PN, Al-Chalabi A, 

Miller CC, Nicholson G, Shaw CE (2008) TDP-43 mutations in familial and sporadic 

amyotrophic lateral sclerosis. Science 319: 1668-1672 

 

Stathopulos PB, Rumfeldt JA, Scholz GA, Irani RA, Frey HE, Hallewell RA, Lepock JR, 

Meiering EM (2003) Cu/Zn superoxide dismutase mutants associated with amyotrophic 

lateral sclerosis show enhanced formation of aggregates in vitro. Proc Natl Acad Sci U S A  

100: 7021-7026 

 

Stieber A, Gonatas JO, Gonatas NK (2000) Aggregates of mutant protein appear 

progressively in dendrites, in periaxonal processes of oligodendrocytes, and in neuronal and 

astrocytic perikarya of mice expressing the SOD1(G93A) mutation of familial amyotrophic 

lateral sclerosis. J Neurol Sci 177: 114-123 

 

Strong MJ, Kesavapany S, Pant HC (2005) The pathobiology of amyotrophic lateral sclerosis: 

a proteinopathy? J Neuropathol Exp Neurol 64: 649-664 

  



 14 

Svensson AK, Bilsel O, Kayatekin C, Adefusika JA, Zitzewitz JA, Matthews CR (2010) 

Metal-free ALS variants of dimeric human Cu,Zn-superoxide dismutase have enhanced 

populations of monomeric species. PLoS One 5: e10064 

 

Ticozzi N, Ratti A, Silani V (2010) Protein aggregation and defective RNA metabolism as 

mechanisms for motor neuron damage. CNS Neurol Disord Drug Targets 9: 285-296 

 

Vance C, Rogelj B, Hortobagyi T, De Vos KJ, Nishimura AL, Sreedharan J, Hu X, Smith B, 

Ruddy D, Wright P, Ganesalingam J, Williams KL, Tripathi V, Al-Saraj S, Al-Chalabi A, 

Leigh PN, Blair IP, Nicholson G, de Belleroche J, Gallo JM, Miller CC, Shaw CE (2009)  

Mutations in FUS, an RNA processing protein, cause familial amyotrophic lateral sclerosis 

type 6. Science 323: 1208-1211 

 

Vleminckx V, Van Damme P, Goffin K, Delye H, Van Den Bosch L, Robberecht W (2002) 

Upregulation of HSP27 in a transgenic model of ALS. J Neuropathol Exp Neurol 61: 968-974 

 

Wang J, Farr GW, Zeiss CJ, Rodriguez-Gil DJ, Wilson JH, Furtak K, Rutkowski DT, 

Kaufman RJ, Ruse CI, Yates JR, 3rd, Perrin S, Feany MB, Horwich AL (2009) Progressive 

aggregation despite chaperone associations of a mutant SOD1-YFP in transgenic mice that 

develop ALS. Proc Natl Acad Sci U S A 106: 1392-1397  

 

Wang J, Martin E, Gonzales V, Borchelt DR, Lee MK (2008a) Differential regulation of 

small heat shock proteins in transgenic mouse models of neurodegenerative diseases. 

Neurobiol Aging 29: 586-597 

 

Wang J, Xu G, Li H, Gonzales V, Fromholt D, Karch C, Copeland NG, Jenkins NA, Borchelt 

DR (2005) Somatodendritic accumulation of misfolded SOD1-L126Z in motor neurons 

mediates degeneration: alphaB-crystallin modulates aggregation. Hum Mol Genet 14: 2335-

2347 

 

Wang Q, Johnson JL, Agar NY, Agar JN (2008b) Protein aggregation and protein instability 

govern familial amyotrophic lateral sclerosis patient survival. PLoS Biol 6: e170 

 

Waudby CA, Knowles TP, Devlin GL, Skepper JN, Ecroyd H, Carver JA, Welland ME, 

Christodoulou J, Dobson CM, Meehan S (2010) The interaction of alphaB-crystallin with 

mature alpha-synuclein amyloid fibrils inhibits their elongation. Biophys J 98: 843-851 

 

Xue WF, Homans SW, Radford SE (2008) Systematic analysis of nucleation-dependent 

polymerization reveals new insights into the mechanism of amyloid self-assembly. Proc Natl 

Acad Sci U S A 105: 8926-8931  

 

Yang Y, Hentati A, Deng HX, Dabbagh O, Sasaki T, Hirano M, Hung WY, Ouahchi K, Yan 

J, Azim AC, Cole N, Gascon G, Yagmour A, Ben-Hamida M, Pericak-Vance M, Hentati F, 

Siddique T (2001) The gene encoding alsin, a protein with three guanine-nucleotide exchange 

factor domains, is mutated in a form of recessive amyotrophic lateral sclerosis. Nat Genet 29: 

160-165 

 

 
 

  



 15 

Figure legends 

 

Figure 1 – The reduction-dependent aggregation of SOD1 in vitro. Wild-type (a) or G93A 

(b) SOD were incubated at 30 M in 10 mM potassium phosphate buffer containing 5 mM 

EDTA, pH 7.4 whilst shaking (300 rpm for 5 min each cycle, 15 min cycles) at 37ºC in the 

absence (red) or presence of 10 mM (blue) or 50 mM (green) DTT. The buffer alone sample 

is also shown (orange). The amount of ThT fluorescence (excitation at 440 nm and emission 

at 490nm) was monitored over time using a microplate-reader and the change in ThT 

fluorescence is reported as a mean ± SEM of three replicates. The data is representative of 3 

independent experiments.  

 

Figure 2 -  The small heat shock proteins B-crystallin and Hsp27 inhibit the in vitro 

aggregation of G93A SOD1. G93A SOD1 was incubated at 30 M in 10 mM potassium 

phosphate buffer containing 5 mM EDTA, pH 7.4 whilst shaking (300 rpm for 5 min each 

cycle, 15 min cycles) at 37ºC in the absence or presence of (a) B-crystallin, or (b) Hsp27. 

The amount of ThT fluorescence (excitation at 440 nm and emission at 490nm) was 

monitored over time using a microplate-reader and the change in ThT fluorescence is reported 

as a mean ± SEM of three replicates. The data is representative of at least 3 independent 

experiments. Molar ratios (SOD1: chaperone) are shown on the right. 

  

Figure 3 –B-crystallin inhibits the in vitro aggregation of WT SOD 1 by forming a 

stable complex. (a) Wild-type SOD1 was incubated at 30 M in 10 mM potassium phosphate 

buffer containing 5 mM EDTA, pH 7.4 whilst shaking (120 rpm for 5 min each cycle, 15 min 

cycles) at 37ºC  in the absence or presence of B-crystallin and the amount of ThT 

fluorescence (excitation at 440 nm and emission at 490nm) was monitored over time using a 

microplate-reader. Molar ratios (SOD1: chaperone) are shown on the right. Inset: The percent 

inhibition of the increase in ThT fluorescence afforded by B-crystallin. Results shown are 

mean ± SEM of three replicates. (b) Size exclusion chromatography and SDS-PAGE of the 

eluate to establish whether B-crystallin prevents WT SOD1 aggregation by forming a 

complex with it. Samples containing non-incubated WT SOD1 (30 M, blue), αB-crystallin  

alone (30 M, purple) or WT SOD 1 and αB-crystallin (at a molar ratio of 1:1 and recovered 

at the end of the assay described in a) (orange) were applied to a Superdex 200 HR 10/30 

column and eluted with PBS at a flow rate of 0.5 mL/min. Eluate from the column was 
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collected into 0.5 mL fractions. The sample loaded onto the column (L) (diluted five-fold 

with PBS) and every second fraction eluting between 8 to 17 mL were subjected to SDS-

PAGE analysis.  (c) Immuno-dot blot used to detect the interaction of αB-crystallin with 

aggregated SOD1. Aggregated WT SOD1 (20 M) was incubated in the absence or presence 

of αB-crystallin (20 M) for 1 h at 37°C. Control samples consisted of buffer alone or αB-

crystallin alone.  All samples were collected and centrifuged for 30 min at 4°C and the soluble 

(S) and pellet (P) fractions separated. Pellet fractions were washed twice with PBS and then 

the soluble and pellet fractions were spotted onto a nitrocellulose membrane in duplicate. 

Membranes were blotted with antibodies specific to SOD1 or αB-crystallin. The results 

shown are representative of two independent experiments.   

  

 



Figure 1
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Supplementary Figure 1 –Negative control GST does not inhibit the in vitro aggregation 

of WT SOD1 or form a stable complex with its aggregated form. (a) Wild-type SOD1 

was incubated at 30 µM in 10 mM potassium phosphate buffer containing 5 mM EDTA, pH 

7.4 whilst shaking (120 rpm for 5 min each cycle, 15 min cycles) at 37ºC in the absence or 

presence of GST and the amount of ThT fluorescence (excitation at 440 nm and emission at 

490nm) was monitored over time using a microplate-reader. The molar ratio (SOD1: GST) 

used was 1:1. Inset: The percent inhibition of the increase in ThT fluorescence afforded by 

GST. Results shown are mean ± SEM of three replicates. (b) Immuno-dot blot used to detect 

any interaction of GST with aggregated SOD1. Aggregated WT SOD1 (20 µM) was 

incubated in the absence or presence of GST (20 µM) for 1 h at 37°C. Control samples 

consisted of buffer alone or GST alone.  All samples were collected and centrifuged for 30 

min at 4°C and the soluble (S) and pellet (P) fractions separated. Pellet fractions were washed 

twice with PBS and then the soluble and pellet fractions were spotted onto a nitrocellulose 

membrane in duplicate. Membranes were blotted with antibodies specific to SOD1 or GST. 

The results shown are representative of two independent experiments.  
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